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Aut&lol cloning host2 S albus J1074= Salas groupoA] *2 A}8351d
fredericamycin® o]F&% o] ARREHG. S griseus’t AAtste AU
fredericamycin®] A& SARLES o|F54%5 S albus J1074914 high copy number
plasmidS A}85t0] WIA|ZFHS ©f 120 mg/L7} AAtE]1 [1], single copy number ¢
C31-integration© & 132 mg/L7} AJALE]Qict [2]. ¥tHo] % U3t fredericamycin pathway
E S lividansoll A ¢C31 attB siteg o]&3sto] LHAIZ-S W= AJ4ko] =A] okoket [2].
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coelicolor M5128} S. lividans TK240|A 717t o]&4% 4 51918 of AjojY:s ZAnps
YERUQITE. Z42he) AAkgo] 31 mg/Let 1 mg/L2 AAJE AfolE WAL [3]. f Yo7t S
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31 mg/LolA 54 mg/LZ Z7tstal, SRR A £3510] positive regulator THEAALS oF
sotst Qe SAANE BHAAA FAS O 163 mg/L2 F7tste AWS YeRgIct [4].
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coli-Streptomyces shuttle vector2A] TA] % o] 7F53t replication vector?}
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of @st= At FAA ATE 28 SA Wdol 7hedr WE AIAR tylosin polyketide
synthase (Tyl PKS)E o] 2243%t &, PKSE AASH S. venezuelae EHHO|FZ Lo
A ¥3l5to] tylactone 0.5 mg/La} desosaminyl tylactone2 A-gA oz AJAtstoict [5].
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Rhodotorula rubra®] PALO| tyrosineg 7]A& A3} coumaric acidE A§4ter & 9
Ch= AMAS o]&sto], o]l ®WAMFQ S coelicolor A3(2)9] 4-coumarate:CoA ligase
(ScCCL), licorice plantQl Glycyrrhiza echinata®] CHSQ] SGAAMS1 xF @3sto]
flavonoid $tgHE & 71A 7hdst 129 flavanone?l naringenine2 A% AJAGH=H 45

g 78
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Chaulel e (multi-vector)e] §io] oj2]-& ©ao] girt,
2 AREe S coelicolord coenzyme A ligase (ScCCL)®} Arabidopsis

thaliana®l chalcone synthase (atCHS)E single ermE*S AREsto| S, venezuelaed| A

W&5to] naringenind} pinocembrin®] AJAHS RISkt [10]. ESH o] F&47o] A st=

=2 codon optimizedto] ASHASE flavone synthase [ gene (Petroselium crispum)S S
venezuelaeo|A] WASHIL flavanonesg 2o|& S M, flavoneso] Aite]= 7S &QI5tY
o} F7tE =4St H o 2 optimizest 4 §AXF 3B-hydroxylase gene (Citrus siensis)
1} flavonol synthase gene (Citrus unshius)e S. venezuelaeo| 4] Br¢lsto] flavonolsS
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EYUIAIE9l myxobacteria Sorangium cellulosum© 2 5E YA
© Taxold} §AR AH8L shAlsh, BAgo] o] Ugo] gl YAmo] B FUAKE
of AL FAAZ FEL At Tejy AAAMAF R Sorangium cellulosume
4%7F 0% =21l (doubling time, 16h) AVd = 0| Fon, RAR} Aol of=Y
AP 2Rl o5t AV S ZIHish] ofHT. oY o] Rl W2 AFEEO] o]FLF
AMA|AENO] ZiekS AIsista Qlct. 0]=9] Kosan Bioscienced] 9J3l| £. coliof A epothilone
S o AlegQlot, 80] 1 pg/L oJstz 23] wekct [12]. £t £ Saarland Of
sto] Rolf Miiller group2 optimized synthetic geneg ©0|83t0] o|&E 4% Myxococcus
xanthusol A epothiloneZ ¥&sto] 100 ng/LE A4tstict [13]. YAdoA = 2 7ol
R 5gAQ WS Yol o WA vluste G &£=7t 28] o4 whan, §A
Ab 2Ao] golsto] o]F&FERA WL JIR7F e =2 S venezuelaeE O1E&HFR AR
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